Figure 1 



BLAST search 
against 
SwissProt 

^j^^^ Identify gene family 

ClustalW comparison 
with SwissProt top hit 

■v. 

^WVi Demonstrates global alignment 

BLAST against non- 
redundant GPCk db 



Demonstrates GPCR sub-family 



PCI 0959 AGPR 



Figure 2 

ClustalW Alignment of PFI-019 with P2Y purinoceptor 1 (P2YU 



PFI-019 MNEPLDYLA-NASDFPDYA AAFGN CTDENIPLKMHYLPVI YGI 

P2Y1 MTEVLWPAVPNGTDAAFLAGPGSSWGNSTVASTAAVSSSFKCALTKTGFQFYYLPAVYIL 
*.** .*.:*. * :::** * : : ::::***.:*: 

PFI-019 IFLVGFPGNAWISTYIFKMRPWKSSTIIMLNIxACTDLLYLTSLPFLIHYYASGENWIFG 
P2Y1 VF I IGFLGNS VAI WMFVFHMKPWSG I S VYMFNLALADFIj YVLTLPAL I F YYFNKTDW I FG 

.*..** ★ ..*.*.** .*.**. .** ** ** .★★** 

» mm mm •••• * * • » * • • • • • 



PFI-019 DFMCKFIRFSFHFNLYS S ILFLTCFS I FRYCVI IHPMSCFS IHKTRCAWACAWWI I SL 
P2Y1 DAMCKLQRFIFHVNLYGSILFLTCISAHRYSGVVYPLKSLGRLKKKNAICISVLWLIW 
★ *** . ** *****^******* : * .**. *.: *: ..:**:* : 



PFI-019 VAVI PMTFL I TSTNRTNRS - ACLDLTS SDELNT I KW YNL I LTATTFCLPLVI VTLC YTTI 
P2Y1 VAI SP I LFYSGTGVRKNKTITCYDTTSDE YLRS YF I YSMCTTVAMFCVPLVL ILGCYGLI 

**. * . * . *.*:: : * * **.: *.: *.: * * : * * * : : * * * 

PFI-019 IHTLTHGLQTDSCLKQKARRLTILLLLAFYVCFLPFHILRVIRIESRLLSIS CSIEN 

P2Y1 VRALIYKBLDNSPLRRKSIYLVIIVLTVFAVSYIPFHVMKTMNLRARLDFQTPAMCAFND 
:::* : :* *::*: *.*::* .* *.::***:::.:.:.:** : *:::: 



PFI-019 QIHEAYIVSRPLAALNTFGNLIiLYWVSDNFQQAVCSTVR CKVSGNLEQ-AKKISYS 

P2Y1 RVYATYQVTRGLASLNSCVDPILYFLAGDTFRRRLSRATRKASRRSEANIiQSKSEDMTLN 
::: :* *:* **:**: : :**.:..*.*:: :. :.* : ..**:. . 
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Figure 3: Stimulation of PFI-019 by 2-chloro-ATP 




Figure 4: Stimulation of PFI-019 by 2-methyl-thio-ATP 
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Figure 5: Stimulation of PFI-019 by 2-methyl-thio-ADP 
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